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[ Abstract] Aim:To investigate the structure specificity of human papilloma virus ( HPV) type 16 in
Guangdong area, and to construct its pichia pastories secretion type expression vector. Methods: The °
HPV16 L1 gene were amplified from human cervical carcinoma tissues in Guangdong province by PCR,
and cloned into pichia pastories expression vector. The HPV16 L1 gene were sequenced and analyzed.
Results: The HPV16 L1 gene sequence were obtained, and the HPV16 L1 pichia pastories expression
vector were constructed. There were 16 nucleotide differences between Guangdong strain and Germanic
standard strain, the sequences were 98.99% homology, subsequently changed 8 amino acids it coded.
There were 9 nucleotide differences between Guangdong strain and Chinese standard strain, the se-

quences were 99. 18% homology, subsequently changed 4 amino acids it coded. There are 6 mutations
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(nt5 649, nt5 652, nt5 654, nt5 657, nt5 692, nt5 693)in HPV16 L1 gene sequence obtained from
Guangdong area. Conclusion: There are nucleotide differences of HPV16 L1 gene among Germanic

standard strain, Chinese standard strain and Guangdong strain. Guangdong HPV16 L1 pichia pastories

expression vector were constructed.
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